Technical Appendix. Nucleotide identity shared among vaccinia strains and isolates for genes E3L, B19R, and A56R*
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*RPXV, rabbitpox virus; UTR, Utrecht; VACV, vaccinia virus; MVA, modified vaccinia Ankara; ARAV, Aragatuba virus; COP, Copenhagen; CTGV, Cantagalo virus; GP, Guarani virus; I0C, Oswaldo Cruz
Institute; LIS, Lister; PSTV, Passatempo virus; VBH, Belo Horizonte virus; WR, Western Reserve; HPXV, horsepox virus; BFPX, buffalopox virus.
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