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Appendix Figure. Phylogenetic tree of the 2021 sequence (BTC-36) in the context of 2012-2016 TB
lineage 4.3.3 isolates, from a study of a rifampicin-resistant tuberculosis variant not detectable using
Xpert MTB/RIF assay, Botswana. Clade in red font corresponds to clinical cases harboring the rpoB
1491F mutation that confers rifampicin resistance. SNP distances between pairs of genomes are labeled
on select branches. Blue boxes indicate resistance to antimicrobials listed at bottom of array. INH,
isoniazid; RMP, rifampicin; SM, streptomycin; EMB, ethambutol; PZA, pyrazinamide; MFX, moxifloxacin;
LFX, levofloxacin; CFZ, clofazimine; KAN, kanamycin; AMK, amikacin; CPR, capreomycin; ETH,
ethionamide; LZQ, linezolid; BDQ, bedaquiline; CS, cycloserine; PAS, para-aminosalicylic acid; DEL,
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